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Challenges in conducting population-level nvestigations
that capture both socialand biological factors

* Few (ifany) population-level
data sets mclude lmkages to
biological samples

* Whynot?
* Disconnect between population +
sciences and basic biology ((\E Q : &&-

* Abundance ofsiloed genomic

datasets Population-level Tumor specimens
data sources inaccessible at
) lack detailed population level
* Privacyconcerns biologic data




Opportunity for “Next-Generation” Population Science:
Linking SEER-Medicare 1o Tumor Genomics

Medicare Claims SEER Registry Tumor Samples
(Genetic Analysis)
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Factors related to socioeconomic status and screeningaccess remain associated with
mortality after adjusting for clinical and genomic factors

Robinson et al. Analysis of sociodemographic, clinical, and genomic factors associated with breast cancer mortality in the Surveillance,
Epidemiology, and End Results (SEER)-Medicare linked database. JAMA-Network Open, August 23, 2021.




Barriers to Conductmg Population-Level
Genomic Analysis

* Restrictions on data use and sharing
* SEER-Medicare (NCI)
* Genomic Data Sharing Policy (NIH)

* Not all SEER registries participate
* Logistical workflows to maintain deidentification ofdata are complex

* Cost ofobtaming FFPE samples 1s substantial

https://datascience.cancer.gov/data-sharing/genomic-data-sharing/about-the-genomic-data-sharing-policy
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